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<210> 1 

<211> 3452 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10) . . (1506) 

<400> 1 

tcgggagcc atg gtg gac egg ggc cct ctg etc aee teg gee ate ate tte 51 
Met Val Asp Arg Gly Pro Leu Leu Thr Ser Ala lie lie Phe 
1 5 10 . ' 

tac ctg gcc ate ggg gcg gcg ate ttc gaa gtg ctg gag gag cca cac 99 
Tyr Leu Ala lie Gly Ala Ala lie Phe Glu Val Leu Glu Glu Pro His 
15 20 25 30 

tgg aag gag gcc aag aaa aac tac tac aca cag aag ctg cat ctg etc 147 
Trp Lys Glu Ala Lys Lys Asn Tyr Tyr Thr Gin Lys Leu His Leu Leu 
35 40 45 

aag gag tte eeg tgc ctg ggt cag gag ggc ctg gac aag ate eta gag 195 
Lys Glu Phe Pro Cys Leu Gly Gin Glu Gly Leu Asp Lys lie Leu Glu 
50 55 60 

gtg gta tct gat get gea gga cag ggt gtg gcc ate aca ggg aac cag 24 3 
Val Val Ser Asp Ala Ala Gly Gin Gly Val Ala lie Thr Gly Asn Gin 
65 70 75 

ace ttc aac aac tgg aac tgg ccc aat gca atg att ttt gea gcg acc 291 
Thr Phe Asn Asn Trp Asn Trp Pro Asn Ala Met lie Phe Ala Ala Thr 
80 85 90 



gtc att aee aee att gga tat ggc aat gtg get 
Val lie Thr Thr lie Gly Tyr Gly Asn Val Ala 
95 100 105 



ccc aag aee ccc gee 
Pro Lys Thr Pro Ala 
110 



339 
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ggt cgc etc ttc tgt gtt ttc tat ggt etc tte ggg gtg ccg etc tgc 387 

Gly Arg Leu Phe Cys Val Phe Tyr Gly Leu Phe Gly Val Pro Leu Cys 
115 120 125 

ctg acg tgg ate agt gee etg gge aag ttc ttc ggg gga egt gee aag 435 

Leu Thr Trp lie Ser Ala Leu Gly Lys Phe Phe Gly Gly Arg Ala Lys 

130 135 140 

aga eta ggg cag tte ett acc aag aga ggt gtg agt ctg egg aag gcg 483 

Arg Leu Gly Gin Phe Leu Thr Lys Arg Gly Val Ser Leu Arg Lys Ala 
145 150 155 

cag ate acg tgc aca gtc ate tte ate gtg tgg gge gtc eta gtc cac 531 

Gin lie Thr Cys Thr Val lie Phe lie Val Trp Gly Val Leu Val His 
160 165 170 

ctg gtg ate eca cec tte gta ttc atg gtg act gag ggg tgg aac tac 579 

Leu Val lie Pro Pro Phe Val Phe Met Val Thr Glu Gly Trp Asn Tyr 
175 180 185 190 

ate gag gge etc tac tac tec ttc ate ace ate tec ace ate gge tte 627 

lie Glu Gly Leu Tyr Tyr .Ser Phe lie Thr lie Ser Thr lie Gly Phe 
195 200 205 

ggt gae ttt gtg gee ggt gtg aac cec age gee aac tac cac gee ctg 675 

Gly Asp Phe Val Ala Gly Val Asn Pro Ser Ala Asn Tyr His Ala Leu 

210 215 220 

tac cgc tac ttc gtg gag etc tgg ate tac ttg ggg ctg gee tgg etg 723 

Tyr Arg Tyr Phe Val Glu Leu Trp lie Tyr Leu Gly Leu Ala Trp Leu 
225 230 235 

tec ett ttt gtc aac tgg aag gtg age atg ttt gtg gaa gtc cac aaa 771 

Ser Leu Phe Val Asn Trp Lys Val Ser Met Phe Val Glu Val His Lys 
240 245 250 

gee att aag aag egg egg egg cga egg aag gag tec ttt gag age tec 819 

Ala lie Lys Lys Arg Arg Arg Arg Arg Lys Glu Ser Phe Glu Ser Ser 
255 260 265 270 

eca cac tec egg aag gee ctg cag gtg aag ggg age aca gee tec aag 867 

Pro His Ser Arg Lys Ala Leu Gin Val Lys Gly Ser Thr Ala Ser Lys 
275 280 285 

gae gtc aac ate ttc age ttt ett tec aag aag gaa gag ace tac aac 915 

Asp Val Asn lie Phe Ser Phe Leu Ser Lys Lys Glu Glu Thr Tyr Asn 

290 295 300 

gae etc ate aag cag ate ggg aag aag gee atg aag aca age ggg ggt 963 

Asp Leu lie Lys Gin lie Gly Lys Lys Ala Met Lys Thr Ser Gly Gly 
305 310 315 

ggg gag acg gge ccg gge eca ggg ctg ggg cct caa gge ggt ggg etc 1011 

Gly Glu Thr Gly Pro Gly Pro Gly Leu Gly Pro Gin Gly Gly Gly Leu 
320 325 330 

eca gea ctg cec cct tec ctg gtg cec ctg gta gtc tac tec aag aac 1059 

Pro Ala Leu Pro Pro Ser Leu Val Pro Leu Val Val Tyr Ser Lys Asn 
335 340 345 350 
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cgg gtg ccc acc ttg gaa gag gtg tea cag aca ctg agg age aaa ggc 1107 
Arg Val Pro Thr Leu Glu Glu Val Ser Gin Thr Leu Arg Ser Lys Gly 
355 360 365 

cac gta tea agg tee eca gat gag gag get gtg gea egg gee eet gaa 1155 
His Val Ser Arg Ser Pro Asp Glu Glu Ala Val Ala Arg Ala Pro Glu 
370 375 380 

gae age tee eet gee eee gag gtg tte atg aae eag etg gae ege ate 1203 
Asp Ser Ser Pro Ala Pro Glu Val Phe Met Asn Gin Leu Asp Arg lie 
385 • 390 395 

age gag gaa tgc gag eca tgg gae gee cag gae tae cac cea etc ate 1251 
Ser Glu Glu Cys Glu Pro Trp Asp Ala Gin Asp Tyr His Pro Leu lie 
400 405 410 

ttc cag gae gcc age ate acc tte gtg aae aeg gag get ggc etc tea 1299 
Phe Gin Asp Ala Ser lie Thr Phe Val Asn Thr Glu Ala Gly Leu Ser 
415 420 425 430 

gae gag gag aee tec aag tec teg eta gag gae aae ttg gea ggg gag 1347 
Asp Glu Glu Thr Ser Lys Ser Ser Leu Glu Asp Asn Leu Ala Gly Glu 
435 440 445 

gag age eee eag eag ggg get gaa gee aag geg ccc etg aae atg ggc 1395 
Glu Ser Pro Gin Gin Gly Ala Glu Ala Lys Ala Pro Leu Asn Met Gly 
450 455 460 

gag ttc ccc tec tec tec gag tec acc ttc ace age act gag tet gag 1443 
Glu Phe Pro Ser Ser Ser Glu Ser Thr Phe Thr Ser Thr Glu Ser Glu 
465 470 475 

etc tet gtg cct tac gaa eag etg atg aat gag tae aae aag get aae 1491 
Leu Ser Val Pro Tyr Glu Gin Leu Met Asn Glu Tyr Asn Lys Ala Asn 
480 485 490 

age eee aag ggc aca tgaggeaggg ceggctccce accccacett tgatggeete 154 6 

Ser Pro Lys Gly Thr 

495 



ttcccccctc 


accctagggt 


gtcccaagat 


gaccgggacg 


cctggcccct 


ggtggggggg 


1606 


cagcctcgga 


actgggagtg 


gggggceagg 


ggccttccta 


accttccatc 


atccteagct 


1666 


agatgtatgc 


cegggacagg 


gcctctgttc 


tccagctgaa 


ccataccctg 


gctgtggggg 


1726 


catctgtect 


gagcttgget 


ggtgtatctc 


acaatgcaaa 


gacatgetgg 


etggegggae 


1786 


aggtgggeag 


gactgaecet 


gaggaggeet 


tgectgeagg 


gtetttgtet 


caeeatttgg 


1846 


tggagtatca 


cacggttctc 


tgaggtctgg 


ggcctcagct 


gtttaagttt 


aceggtatta 


1906 


ctgagctcgg 


catttggaga 


gggagctctg 


aagtgtctgg 


ggaggtaccg 


ctgtgcgtgg 


1966 


ggtcaggtgt 


ttccgtacca 


cagcaggagc 


agggcctgee 


cgcatcccag 


ctgtgggcct 


2026 


gecggtcagg 


tegggeaect 


actacaaacc 


gtagtggggt 


ggaggctgct 


ggaggtggga 


2086 


gtgaggagat 


gagggcaggg 


teteaaacag 


tcetgactea 


eagggeetgg 


aaacaagtee 


2146 


tatgtgggcc 


tggggcctgg 


ggtcctcatc 


ctccttgttg 


gtctactcag 


gcccagccca 


2206 
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gagctgtgtt 


ccctgtctca 


ggtcaagcag 


tggcagacgc 


aaggctttct 


gtgggccccc 


2266 


aagtggtagg 


agggagagta 


gcagagcatg 


ggttactgga 


agccgggact 


gctagggctg 


2326 


gtggccaggg 


agctgcaaga 


gtgaggctca 


gctctggctg 


gttctgccct 


tacccctcct 


2386 


gcccgcctga 


gaactgcaca 


ccctgcccgc 


tggccccagg 


acctgcactc 


ccaatcctgc 


2446 


tgtcttctcc 


ttccctgtgc 


cctgaacaag 


gacctcactg 


cccgccttcc 


cctcccacca 


2506 


gcccccttgg 


gccaggcagg 


gtgaggccaa 


attgctcttg 


gcccacaaat 


gggtgatggt 


2566 


cagatatgtg 


aatcaagctc 


ctttctctag 


ctagtgtttg 


atgtgcacgt 


gtgtgtgcac 


2626 


agtgcgtgtg 


tgcacacgca 


cacctgtgca 


ctcgtgtgtg 


tttaagaaag 


gaaaggattt 


2686 


gggctgggga 


gcaaaagata 


atgtgaaact 


gttggtggac 


tctctggtga 


ggggtgggca 


2746 


gaacttgctg 


ctactagagt 


tcttgggttc 


tccatgatgt 


tcaccctggg 


gctggcccac 


2806'" 


tgtgtcctga 


atgtttttgt 


tattttttgt 


tttatttttt 


aaacaaactg 


ctgtttttat 


2866 


atacctggaa 


tctgttgttg 


gcttcagagc 


cagtggttaa 


agagcagggt 


cccaaggatt 


2926 


gggagatcta 


gtgtctgccc 


tcctgccctg 


caactcaatt 


gggccttttt 


cggtgacctc 


2986 


atccaaggcc 


atgatgtcaa 


gggccatgtc 


cccaagcaga 


ggtggagaag 


gggacactga 


3046 


ggtgagcaaa 


agcaggaagg 


ggcatccact 


gcgggtgact 


ggaggccggg 


caggaagcaa 


3106 


gtcatcagag 


ccgctcagct 


ccgttcactc 


tctgccttct 


gccccactac 


tgtggggcag 


3166 


tggggccaga 


gcccacctcc 


ccaacatgtg 


aagacagtga 


tgggcacgtg 


cccacacccc 


3226 


cactt ctct a 


gccgtttgca 


aaqqccQCca 


cccaqcaggg 
^ ^^^ 


gcctgaaaag 


gagcagcctc 


3286 


gtatttttct 


gtgaaatgtt 


ttaatgaacc 


atgttgttgc 


tggttgtcct 


ggcatcgcgc 


3346 


acactgtatg 


tacatactgg 


caacgatgtc 


aaatgtaatt 


tattttaaca 


tttttacaat 


3406 


aaaacatgag 


gtggacaggc 


caaaaaaaaa 


aaaaaaaaaa 


aaaaaa 




3452 



<210> 2 
<211> 499 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Val Asp Arg Gly Pro Leu Leu Thr Ser Ala lie lie Phe Tyr Leu 
15 10 15 

Ala He Gly Ala Ala He Phe Glu Val Leu Glu Glu Pro His Trp Lys 
20 25 30 

Glu Ala Lys Lys Asn Tyr Tyr Thr Gin Lys Leu His Leu Leu Lys Glu 
35 40 45 



Phe Pro Cys Leu Gly Gin Glu Gly Leu Asp Lys He Leu Glu Val Val 
50 55 60 
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Ser Asp Ala Ala Gly Gin Gly Val Ala lie Thr Gly Asn Gin Thr Phe 
65 70 75 80 

Asn Asn Trp Asn Trp Pro Asn Ala Met lie Phe Ala Ala Thr Val lie 
85 90 95 

Thr Thr lie Gly Tyr Gly Asn Val Ala Pro Lys Thr Pro Ala Gly Arg 
100 105 110 

Leu Phe Cys Val Phe Tyr Gly Leu Phe Gly Val Pro Leu Cys Leu Thr 
115 120 125 

Trp lie Ser Ala Leu Gly Lys Phe Phe Gly Gly Arg Ala Lys Arg Leu 
130 135 140 

Gly Gin Phe Leu Thr Lys Arg Gly Val Ser Leu Arg Lys Ala Gin lie 
145 150 155 160 

Thr Cys Thr Val lie Phe lie Val Trp Gly Val Leu Val His Leu Val 
165 170 175 

lie Pro Pro Phe Val Phe Met Val Thr Glu Gly Trp Asn Tyr He Glu 
180 185 190 

Gly Leu Tyr Tyr Ser Phe He Thr He Ser Thr He Gly Phe Gly Asp 
195 200 205 

Phe Val Ala Gly Val Asn Pro Ser Ala Asn Tyr His Ala Leu Tyr Arg 
210 215 220 

Tyr Phe Val Glu Leu Trp He Tyr Leu Gly Leu Ala Trp Leu Ser Leu 
225 230 235 240 

Phe Val Asn Trp Lys Val Ser Met Phe Val Glu Val His Lys Ala He 
245 250 255 

Lys Lys Arg Arg Arg Arg Arg Lys Glu Ser Phe Glu Ser Ser Pro His 
260 265 270 

Ser Arg Lys Ala Leu Gin Val Lys Gly Ser Thr Ala Ser Lys Asp Val 
275 280 285 

Asn He Phe Ser Phe Leu Ser Lys Lys Glu Glu Thr Tyr Asn Asp Leu 
290 295 300 

He Lys Gin He Gly Lys Lys Ala Met Lys Thr Ser Gly Gly Gly Glu 
305 310 315 320 

Thr Gly Pro Gly Pro Gly Leu Gly Pro Gin Gly Gly Gly Leu Pro Ala 
325 330 335 

Leu Pro Pro Ser Leu Val Pro Leu Val Val Tyr Ser Lys Asn Arg Val 

340 345 350 

Pro Thr Leu Glu Glu Val Ser Gin Thr Leu Arg Ser Lys Gly His Val 
355 360 365 



Ser Arg Ser Pro Asp Glu Glu Ala Val Ala Arg Ala Pro Glu Asp Ser 
370 375 380 
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Ser Pro Ala Pro Glu Val Phe Met Asn Gin Leu Asp Arg lie Ser Glu 
385 390 395 400 

Glu Cys Glu Pro Trp Asp Ala Gin Asp Tyr His Pro Leu lie Phe Gin 
405 410 415 

Asp Ala Ser lie Thr Phe Val Asn Thr Glu Ala Giy Leu Ser Asp Glu 
420 425 430 

Glu Thr Ser Lys Ser Ser Leu Glu Asp Asn Leu Ala Giy Glu Glu Ser 
435 440 445 

Pro Gin Gin Giy Ala Glu Ala Lys Ala Pro Leu Asn Met Giy Glu Phe 
450 455 460 

Pro Ser Ser Ser Glu Ser Thr Phe Thr Ser Thr Glu Ser Glu Leu Ser 
465 470 475 480 

Val Pro Tyr Glu Gin Leu Met Asn Glu Tyr Asn Lys Ala Asn Ser Pro 
485 490 495 

Lys Giy Thr 



<210> 3 

<211> 1497 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> CDS 

<222> (1)..(1497) 

<400> 3 

atg gtg gac egg ggc cct ctg etc acc teg gee ate ate tte tae etg 48 
Met Val Asp Arg Giy Pro Leu Leu Thr Ser Ala lie lie Phe Tyr Leu 
15 10 15 

gcc ate ggg gcg gcg ate ttc gaa gtg ctg gag gag cca cac tgg aag 96 
Ala lie Giy Ala Ala lie Phe Glu Val Leu Glu Glu Pro His Trp Lys 
20 25 30 

gag gcc aag aaa aae tac tae aca cag aag ctg cat etg etc aag gag 144 
Glu Ala Lys Lys Asn Tyr Tyr Thr Gin Lys Leu His Leu Leu Lys Glu 
35 40 45 

ttc ceg tgc ctg ggt cag gag ggc ctg gac aag ate eta gag gtg gta 192 
Phe Pro Cys Leu Giy Gin Glu Giy Leu Asp Lys lie Leu Glu Val Val 
50 55 60 

tct gat get gea gga cag ggt gtg gcc ate aca ggg aac cag acc ttc 240 
Ser Asp Ala Ala Giy Gin Giy Val Ala lie Thr Giy Asn Gin Thr Phe 
65 70 75 80 



aac aac tgg aac tgg ccc aat gca atg att ttt gea gcg acc gtc att 288 
Asn Asn Trp Asn Trp Pro Asn Ala Met lie Phe Ala Ala Thr Val lie 
85 90 95 
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acc acc att gga tat ggc aat gtg get ccc aag acc ccc gcc ggt cgc 336 
Thr Thr lie Gly Tyr Gly Asn Val Ala Pro Lys Thr Pro Ala Gly Arg 
100 105 110 

etc tte tgt gtt tte tat ggt ete tte ggg gtg ecg etc tge etg aeg 384 
Leu Phe Cys Val Phe Tyr Gly Leu Phe Gly Val Pro Leu Cys Leu Thr 
115 120 125 

tgg ate agt gee etg ggc aag tte tte ggg gga egt gee aag aga eta 432 
Trp lie Ser Ala Leu Gly Lys Phe Phe Gly Gly Arg Ala Lys Arg Leu 
130 135 140 

ggg eag tte ctt acc aag aga ggt gtg agt etg egg aag gcg cag ate 480 
Gly Gin Phe Leu Thr Lys Arg Gly Val Ser Leu Arg Lys Ala Gin lie 
145 150 155 160 

aeg tgc aca gtc ate tte ate gtg tgg ggc gtc eta gtc cac etg gtg 528 
Thr Cys Thr Val lie Phe lie Val Trp Gly Val Leu Val His Leu Val 
165 170 175 

ate cea cee tte gta tte atg gtg act gag ggg tgg aae tac ate gag 576 
He Pro Pro Phe Val Phe Met Val Thr Glu Gly Trp Asn Tyr He Glu 
180 185 190 

ggc etc tac tac tee tte ate ace ate tec ace ate ggc tte ggt gae 624 
Gly Leu Tyr Tyr Ser Phe He Thr lie Ser Thr lie Gly Phe Gly Asp 
195 200 205 

ttt gtg gcc ggt gtg aae ccc age gcc aae tac cac gcc etg tac cgc 672 
Phe Val Ala Gly Val Asn Pro Ser Ala Asn Tyr His Ala Leu Tyr Arg 
210 215 220 

tac tte gtg gag etc tgg ate tac ttg ggg etg gee tgg etg tec ctt 720 
Tyr Phe Val Glu Leu Trp He Tyr Leu Gly Leu Ala Trp Leu Ser Leu 
225 230 235 240 

ttt gtc aae tgg aag gtg age atg ttt gtg gaa gtc cac aaa gcc att 768 
Phe Val Asn Trp Lys Val Ser Met Phe Val Glu Val His Lys Ala He 
245 250 255 

aag aag egg egg egg ega egg aag gag tee ttt gag age tec cca cac 816 
Lys Lys Arg Arg Arg Arg Arg Lys Glu Ser Phe Glu Ser Ser Pro His 
260 265 270 

tec egg aag gcc etg eag gtg aag ggg age aca gcc tec aag gac gtc 864 
Ser Arg Lys Ala Leu Gin Val Lys Gly Ser Thr Ala Ser Lys Asp Val 
275 280 285 

aae ate tte age ttt ctt tec aag aag gaa gag acc tac aae gac ete 912 
Asn He Phe Ser Phe Leu Ser Lys Lys Glu Glu Thr Tyr Asn Asp Leu 
290 295 300 

ate aag eag ate ggg aag aag gee atg aag aca age ggg ggt ggg gag 960 
He Lys Gin He Gly Lys Lys Ala Met Lys Thr Ser Gly Gly Gly Glu 
305 310 315 320 

aeg ggc ecg ggc cca ggg etg ggg cct caa ggc ggt ggg etc cca gca 1008 
Thr Gly Pro Gly Pro Gly Leu Gly Pro Gin Gly Gly Gly Leu Pro Ala 
325 330 335 
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ctg ccc cct tec ctg gtg ccc ctg gta gtc tac tec aag aac egg gtg 1056 
Leu Pro Pro Ser Leu Val Pro Leu Val Val Tyr Ser Lys Asn Arg Val 
340 345 350 

ccc acc ttg gaa gag gtg tea eag aca ctg agg age aaa ggc cac gta 1104. 
Pro Thr Leu Glu Glu Val Ser Gin Thr Leu Arg Ser Lys Gly His Val 
355 360 365 

tea agg tec cea gat gag gag get gtg gca egg gee cct gaa gac age 1152 
Ser Arg Ser Pro Asp Glu Glu Ala Val Ala Arg Ala Pro Glu Asp- Ser 
370 375 380 

tec cct gee ccc gag gtg ttc atg aac eag ctg gac ege ate age gag 1200 
Ser Pro Ala Pro Glu Val Phe Met Asn Gin Leu Asp Arg lie Ser Glu 
385 390 395 400 

gaa tge gag cea tgg gac gee eag gac tac cac cea etc ate ttc eag 124 8 
Glu Cys Glu Pro Trp Asp Ala Gin Asp Tyr His Pro Leu lie Phe Gin 
405 410 415 

gac gcc age ate acc ttc gtg aac acg gag get ggc etc tea gac gag 1296 
Asp Ala Ser He Thr Phe Val Asn Thr Glu Ala Gly Leu Ser Asp Glu 
420 425 430 

gag acc tec aag tee teg eta gag gac aac ttg gca ggg gag gag age 1344 
Glu Thr Ser Lys Ser Ser Leu Glu Asp Asn Leu Ala Gly Glu Glu Ser 
435 440 445 

ccc cag eag ggg get gaa gee aag gcg ccc ctg aac atg ggc gag ttc 1392 
Pro Gin Gin Gly Ala Glu Ala Lys Ala Pro Leu Asn Met Gly Glu Phe 
450 455 460 

ccc tee tec tee gag tec acc ttc acc age act gag tct gag etc tet 1440 
Pro Ser Ser Ser Glu Ser Thr Phe Thr Ser Thr Glu Ser Glu Leu Ser 
465 470 475 480 

gtg cct tac gaa eag ctg atg aat gag tac aac aag get aac age ccc 1488 
Val Pro Tyr Glu Gin Leu Met Asn Glu Tyr Asn Lys Ala Asn Ser Pro 
485 490 495 

aag ggc aca 14 97 

Lys Gly Thr 



<210> 4 

<211> 1575 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (122) . . (1117) 
<400> 4 

eaacgegtec geegggeaec ageaggegtt tgcgagagga gatacgaget ggacgcetgg 60 

ceettccete eeaeegggtc etagteeaee getcceggcg ccggeteeee getctcecgc 120 

t atg tac ega ceg ega gee egg gcg get ccc gag ggc agg gtc egg ggc 169 
Met Tyr Arg Pro Arg Ala Arg Ala Ala Pro Glu Gly Arg Val Arg Gly 
15 10 15 
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tgc gcg gtg ccc ggc acc gtg etc ctg ctg etc gee tac ctg get tae 217 
Cys Ala Val Pro Gly Thr Val Leu Leu Leu Leu Ala Tyr Leu Ala Tyr 
20 25 30 

ctg gcg ctg ggc acc ggc gtg ttc tgg acg ctg gag ggc cgc gcg gcg 265 
Leu Ala Leu Gly Thr Gly Val Phe Trp Thr Leu Glu Gly Arg Ala Ala 
35 40 45 

cag gac tec age cgc age ttc cag cgc gae aag tgg gag ctg ttg eag 313 
Gin Asp Ser Ser Arg Ser Phe Gin Arg Asp Lys Trp Glu Leu Leu Gin 
50 55 60 

aac ttc acg tgt ctg gac cgc ccg gcg ctg gac teg ctg ate egg gat 361 
Asn Phe Thr Cys Leu Asp Arg Pro Ala Leu Asp Ser Leu lie Arg Asp 
65 70 75 80 

gtc gte caa gea tae aaa aac gga gee age etc etc age aac ace ace 409 
Val Val Gin Ala Tyr Lys Asn Gly Ala Ser Leu Leu Ser Asn Thr Thr 
85 90 95 

age atg ggg cgc tgg gag etc gtg ggc tec ttc ttc ttt tet gtg tec 457 
Ser Met Gly Arg Trp Glu Leu Val Gly Ser Phe Phe Phe Ser Val Ser 
100 105 110 

acc ate acc acc att ggc tat ggc aac ctg age ccc aac acg atg get 505 
Thr lie Thr Thr lie Gly Tyr Gly Asn Leu Ser Pro Asn Thr Met Ala 
115 120 125 

gee cgc etc ttc tgc ate ttc ttt gee ett gtg ggg ate cea etc aac 553 
Ala Arg Leu Phe Cys lie Phe Phe Ala Leu Val Gly lie Pro Leu Asn 
130 135 140 

etc gtg gtg etc aac ega ctg ggg eat etc atg eag eag gga gta aac 601 
Leu Val Val Leu Asn Arg Leu Gly His Leu Met Gin Gin Gly Val Asn 
145 150 155 160 

eac tgg gee age agg ctg ggg ggc acc tgg cag gat cct gac aag gcg 649 
His Trp Ala Ser Arg Leu Gly Gly Thr Trp Gin Asp Pro Asp Lys Ala 
165 170 175 

egg tgg ctg gcg ggc tet ggc gee etc etc teg ggc etc ctg etc ttc 697 
Arg Trp Leu Ala Gly Ser Gly Ala Leu Leu Ser Gly Leu Leu Leu Phe 
180 185 190 

ctg ctg ctg eea ccg ctg etc ttc tec eac atg gag ggc tgg age tae 745 
Leu Leu Leu Pro Pro Leu Leu Phe Ser His Met Glu Gly Trp Ser Tyr 
195 200 205 

aca gag ggc ttc tac ttc gee ttc ate acc etc age acc gtg ggc ttc 793 
Thr Glu Gly Phe Tyr Phe Ala Phe lie Thr Leu Ser Thr Val Gly Phe 
210 215 220 

ggc gac tae gtg att gga atg aac ccc tec cag agg tac eea ctg tgg 841 
Gly Asp Tyr Val lie Gly Met Asn Pro Ser Gin Arg Tyr Pro Leu Trp 
225 230 235 240 



tac aag aac atg gtg tec ctg tgg ate etc ttt ggg atg gea tgg ctg 
Tyr Lys Asn Met Val Ser Leu Trp lie Leu Phe Gly Met Ala Trp Leu 
245 250 255 



889 
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gcc ttg ate ate aaa cte ate etc tec cag ctg gag acg cca ggg agg 937 

Ala Leu lie lie Lys Leu lie Leu Ser Gin Leu Glu Thr Pro Gly Arg 

260 265 270 

gta tgt tec tgc tgc cac cae age tet aag gaa gae ttc aag tee caa 985 

Val Cys Ser Cys Cys His His Ser Ser Lys Glu Asp Phe Lys Ser Gin 

275 280 285 

age tgg aga eag gga cct gae egg gag cca gag tec cac tec cca cag 1033 

Ser Trp Arg Gin Gly Pro Asp Arg Glu Pro Glu Ser His Ser Pro Gin 

290 295 300 

caa gga tgc tat cca gag gga ccc atg gga ate ata cag cat ctg gaa 1081 

Gin Gly Cys Tyr Pro Glu Gly Pro Met Gly lie lie Gin His Leu Glu 

305 310 315 320 



cct tet get cac get gca ggc tgt ggc aag gae age tagttatact 
Pro Ser Ala His Ala Ala Gly Cys Gly Lys Asp Ser 



1127 





325 




330 








ceattctttg 


gtcgtcgtcc 


tcggtagcaa 


gaeccctgat 


tttaagcttt 


gcaeatgtcc 


1187 


acccaaacta 


aagactacat 


tttccateca 


ecctagaggc 


tgggtgcagc 


tatatgatta 


1247 


attctgecca 


atagggtata 


cagagaeatg 


tcetgggtga 


catgggatgt 


gactttcggg 


1307 


tgtcggggea 


gcatgcectt 


ctececcact 


tecttacttt 


agcgggctgc 


aatgccgccg 


1367 


atatgatgge 


tgggagctct 


ggcagceata 


eggcaccatg 


aagtagcggc 


aatgtttgag 


1427 


eggcacaata 


agataggaag 


agtctggate 


tetgatgate 


acagagecat 


cetaacaaac 


1487 


ggaatatcae 


ccgacctect 


ttatgtgaga 


gagaaataaa 


catcttatgt 


aaaatacaaa 


1547 


aaaaaaaaaa 


aaaaaaaagg 


gcggccge 








1575 



<210> 5 
<211> 332 
<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Tyr Arg Pro Arg Ala Arg Ala Ala Pro Glu Gly Arg Val Arg Gly 
15 10 15 

Cys Ala Val Pro Gly Thr Val Leu Leu Leu Leu Ala Tyr Leu Ala Tyr 
20 25 30 

Leu Ala Leu Gly Thr Gly Val Phe Trp Thr Leu Glu Gly Arg Ala Ala 
35 40 45 

Gin Asp Ser Ser Arg Ser Phe Gin Arg Asp Lys Trp Glu Leu Leu Gin 

50 55 60 

Asn Phe Thr Cys Leu Asp Arg Pro Ala Leu Asp Ser Leu lie Arg Asp 
65 70 75 80 

Val Val Gin Ala Tyr Lys Asn Gly Ala Ser Leu Leu Ser Asn Thr Thr 
85 90 95 



- N 



1. 
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Ser Met Gly Arg Trp Glu Leu Val Gly Ser Phe Phe Phe Ser Val Ser 
100 105 110 

Thr lie Thr Thr lie Gly Tyr Gly Asn Leu Ser Pro Asn Thr Met Ala 
115 120 125 

Ala Arg Leu Phe Cys lie Phe Phe Ala Leu Val Gly lie Pro Leu Asn 
130 135 140 

Leu Val Val Leu Asn Arg Leu Gly His Leu Met Gin Gin Gly Val Asn 
145 150 155 160 

His Trp Ala Ser Arg Leu Gly Gly Thr Trp Gin Asp Pro Asp Lys Ala 
165 170 175 

Arg Trp Leu Ala Gly Ser Gly Ala Leu Leu Ser Gly Leu Leu Leu Phe 
180 185 190 

Leu Leu Leu Pro Pro Leu Leu Phe Ser His Met Glu Gly Trp Ser Tyr 

195 200 205 . 

Thr Glu Gly Phe Tyr Phe Ala Phe lie Thr Leu Ser Thr Val Gly Phe 
210 215 220 

Gly Asp Tyr Val lie Gly Met Asn Pro Ser Gin Arg Tyr Pro Leu Trp 
225 230 235 240 

Tyr Lys Asn Met Val Ser Leu Trp lie Leu Phe Gly Met Ala Trp Leu 
245 250 255 

Ala Leu lie lie Lys Leu lie Leu Ser Gin Leu Glu Thr Pro Gly Arg 
260 265 270 

Val Cys Ser Cys Cys His His Ser Ser Lys Glu Asp Phe Lys Ser Gin 
275 280 285 

Ser Trp Arg Gin Gly Pro Asp Arg Glu Pro Glu Ser His Ser Pro Gin 
290 295 300 

Gin Gly Cys Tyr Pro Glu Gly Pro Met Gly lie lie Gin His Leu Glu 
305 310 315 320 

Pro Ser Ala His Ala Ala Gly Cys Gly Lys Asp Ser 
325 330 



<210> 6 
<211> 996 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (996) 

<400> 

atg tac cga ccg cga gcc egg gcg get ccc gag ggc agg gtc egg ggc 48 
Met Tyr Arg Pro Arg Ala Arg Ala Ala Pro Glu Gly Arg Val Arg Gly 
15 10 15 
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tgc gcg gtg ccc ggc acc gtg etc ctg ctg etc gcc tac ctg get tac 96 
Cys Ala Val Pro Gly Thr Val Leu Leu Leu Leu Ala Tyr Leu Ala Tyr 
20 25 30 

ctg gcg etg ggc acc ggc gtg ttc tgg acg ctg gag ggc cgc gcg gcg 14 4 
Leu Ala Leu Gly Thr Gly Val Phe Trp Thr Leu Glu Gly Arg Ala Ala 
35 40 45 

cag gac tec age ege age ttc cag cgc gae aag tgg gag ctg ttg eag 192 
Gin Asp Ser Ser Arg Ser Phe Gin Arg Asp Lys Trp Glu Leu Leu Gin 
50 55 60 

aac ttc acg tgt ctg gac cgc ccg gcg ctg gac teg ctg ate egg gat 24 0 
Asn Phe Thr Cys Leu Asp Arg Pro Ala Leu Asp Ser Leu lie Arg Asp 
65 70 75 80 

gte gtc caa gea tac aaa aac gga gcc age etc etc age aac ace ace 288 
Val Val Gin Ala Tyr Lys Asn Gly Ala Ser Leu Leu Ser Asn Thr Thr 
85 90 95 

age atg ggg cgc tgg gag etc gtg ggc tec ttc ttc ttt tet gtg tee 336 
Ser Met Gly Arg Trp Glu Leu Val Gly Ser Phe Phe Phe Ser Val Ser 
100 105 110 

ace ate acc acc att ggc tat ggc aac ctg age ccc aac acg atg get 384 
Thr lie Thr Thr lie Gly Tyr Gly Asn Leu Ser Pro Asn Thr Met Ala 
115 120 125 

gcc cgc etc ttc tgc ate ttc ttt gcc ett gtg ggg ate cea etc aac 432 
Ala Arg Leu Phe Cys lie Phe Phe Ala Leu Val Gly lie Pro Leu Asn 
130 135 140 

etc gtg gtg etc aac ega etg ggg eat etc atg eag eag gga gta aac 480 
Leu Val Val Leu Asn Arg Leu Gly His Leu Met Gin Gin Gly Val Asn 
145 150 155 160 

cae tgg gee age agg etg ggg ggc ace tgg eag gat cet gae aag gcg 528 
His Trp Ala Ser Arg Leu Gly Gly Thr Trp Gin Asp Pro Asp Lys Ala 
165 170 175 

egg tgg ctg gcg ggc tct ggc gcc etc etc teg ggc etc ctg etc ttc 576 
Arg Trp Leu Ala Gly Ser Gly Ala Leu Leu Ser Gly Leu Leu Leu Phe 
180 185 190 

ctg ctg ctg cca ccg ctg etc ttc tec cae atg gag ggc tgg age tac 624 
Leu Leu Leu Pro Pro Leu Leu Phe Ser His Met Glu Gly Trp Ser Tyr 
195 200 205 

aca gag ggc ttc tac ttc gee ttc ate ace etc age ace gtg ggc ttc 672 
Thr Glu Gly Phe Tyr Phe Ala Phe lie Thr Leu Ser Thr Val Gly Phe 
210 215 220 

ggc gae tac gtg att gga atg aac ccc tee eag agg tac cca etg tgg 720 
Gly Asp Tyr Val lie Gly Met Asn Pro Ser Gin Arg Tyr Pro Leu Trp 
225 230 235 240 



tac aag aac atg gtg tec ctg tgg ate etc ttt ggg atg gca tgg ctg 
Tyr Lys Asn Met Val Ser Leu Trp lie Leu Phe Gly Met Ala Trp Leu 
245 250 255 



768 
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816 



864 



gcc ttg ate ate aaa etc ate etc tec cag etg gag aeg cea ggg agg 
Ala Leu lie He Lys Leu He Leu Ser Gin Leu Glu Thr Pro Gly Arg 
260 265 270 

gta tgt tec tgc tgc cac cac age tct aag gaa gac ttc aag tec caa 
Val Cys Ser Cys Cys His His Ser Ser Lys Glu Asp Phe Lys Ser Gin 
275 280 285 

age tgg aga cag gga cct gac egg gag cca gag tec cac tec cea cag 912 
Ser Trp Arg Gin Gly Pro Asp Arg Glu Pro Glu Ser His Ser Pro Gin 
290 295 300 

caa gga tgc tat cea gag gga cec atg gga ate ata eag cat etg gaa 960 
Gin Gly Cys Tyr Pro Glu Gly Pro Met Gly He He Gin His Leu Glu 
305 310 315 320 



cct tct get cac get gea ggc tgt ggc aag gac age 
Pro Ser Ala His Ala Ala Gly Cys Gly Lys Asp Ser 
325 330 



996 



<210> 7 
<211> 2287 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (136) . . (1074) 

<400> 7 

taaaagctgc ggaattctaa tatcactcac tatagggagt egacccacgc gtccgggaac 60 

taggtgceag aeggtcegga ggegggggee aegtcagcgg ggceacceag ggetcgcggg 120 

gtcceggtgg gtgcc atg egg agg ggc gcg ctt etg gcg ggc gcc ttg gcc 171 
Met Arg Arg Gly Ala Leu Leu Ala Gly Ala Leu Ala 
15 10 

gcg tac gee gcg tac etg gtg etg ggc gcg etg ttg gtg gcg egg etg 219 
Ala Tyr Ala Ala Tyr Leu Val Leu Gly Ala Leu Leu Val Ala Arg Leu 
15 20 25 

gag ggg ccg cac gaa gcc agg etc ega gcc gag etg gag aeg etg egg 267 
Glu Gly Pro His Glu Ala Arg Leu Arg Ala Glu Leu Glu Thr Leu Arg 
30 35 40 

gcg cag etg ctt cag cgc age ccg tgt gtg get gcc ccc gcc etg gac 315 
Ala Gin Leu Leu Gin Arg Ser Pro Cys Val Ala Ala Pro Ala Leu Asp 
45 50 55 60 

gee ttc gtg gag ega gtg etg gcg gcc gga egg etg ggg egg gte gtg 363 
Ala Phe Val Glu Arg Val Leu Ala Ala Gly Arg Leu Gly Arg Val Val 
65 70 75 

ctt get aac get teg ggg tee gee aac gee teg gac eec gee tgg gac 411 
Leu Ala Asn Ala Ser Gly Ser Ala Asn Ala Ser Asp Pro Ala Trp Asp 
80 85 90 
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ttc gcc tct get etc tte tte gee age aeg etg ate aee ace gtg ggc 4 59 
Phe Ala Ser Ala Leu Phe Phe Ala Ser Thr Leu lie Thr Thr Val Gly 

95 100 105 

tat ggg tac aca aeg cea etg act gat gcg ggc aag gcc ttc tec ate 507 
Tyr Gly Tyr Thr Thr Pro Leu Thr Asp Ala Gly Lys Ala Phe Ser lie 
110 115 120 

gcc ttt gcg etc etg ggc gtg ccg acc acc atg etg etg etg ace gcc 555 
Ala Phe Ala Leu Leu Gly Val Pro Thr Thr Met Leu Leu Leu Thr Ala 
125 130 135 140 

tea gcc cag cgc etg tea etg etg etg act cac gtg ecc etg tct tgg 603 
Ser Ala Gin Arg Leu Ser Leu Leu Leu Thr His Val Pro Leu Ser Trp 
145 150 155 

etg age atg cgt tgg ggc tgg gae ecc egg egg gcg gee tgc tgg cac 651 
Leu Ser Met Arg Trp Gly Trp Asp Pro Arg Arg Ala Ala Cys Trp His 

160 165 170 . 

ttg gtg gee etg ttg ggg gte gta gtg aee gte tgc ttt etg gtg ccg 699 
Leu Val Ala Leu Leu Gly Val Val Val Thr Val Cys Phe Leu Val Pro 
175 180 185 

get gtg ate ttt gcc cac etc gag gag gee tgg age ttc ttg gat gcc 747 
Ala Val lie Phe Ala His Leu Glu Glu Ala Trp Ser Phe Leu Asp Ala 
190 195 200 

ttc tac ttc tgc ttt ate tct etg tec acc ate ggc etg ggc gac tac 795 
Phe Tyr Phe Cys Phe lie Ser Leu Ser Thr lie Gly Leu Gly Asp Tyr 
205 210 215 220 

gtg ecc ggg gag gee cet ggc cag ecc tac egg gee etc tac aag gtg 84 3 
Val Pro Gly Glu Ala Pro Gly Gin Pro Tyr Arg Ala Leu Tyr Lys Val 

225 230 235 

etg gte aca gte tac etc tte etg ggc etg gtg gcc atg gtg etg gtg 891 
Leu Val Thr Val Tyr Leu Phe Leu Gly Leu Val Ala Met Val Leu Val 
240 245 250 

etg cag acc ttc cgc cac gtg tec gac etc cac ggc etc aeg gag etc 939 
Leu Gin Thr Phe Arg His Val Ser Asp Leu His Gly Leu Thr Glu Leu 
255 260 265 

ate etg etg ecc cet ccg tgc cet gee agt tte aat gcg gat gag gae 987 
lie Leu Leu Pro Pro Pro Cys Pro Ala Ser Phe Asn Ala Asp Glu Asp 
270 275 280 

gat egg gtg gae ate etg ggc ecc cag ccg gag teg cac cag caa etc 1035 
Asp Arg Val Asp lie Leu Gly Pro Gin Pro Glu Ser His Gin Gin Leu 
285 290 295 300 

tct gee age tec cac ace gac tac get tec ate ecc agg tagctgggge 1084 
Ser Ala Ser Ser His Thr Asp Tyr Ala Ser lie Pro Arg 
305 310 

agectctgee aggcttgggt gtgeetggcc tgggactgag gggtecagge gaecagaget 1144 

ggetgtaeag gaatgteeae gageaeagea ggtgatettg aggeettgee gteeaeegte 1204 

tetectttgt tteceageat etggctggga tgtgaaggge ageaeteect gtceecatgt 1264 
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cccgggctcc 


actgggcacc 


aacataacct 


tgttctctgt 


cctttctctc 


atcctcttta 


1324 


cactgtgtct 


ctctggctct 


ctggcattct 


cgctgcctct 


gtctttccct 


cttgctgtct 


1384 


ctggttctca 


ttctctttca 


tgttccgkct 


gkgtctctca 


attaaccact 


cgtcaactgc 


1444 


tgattctact 


gggctgtggg 


ctcagacctc 


atttcaggca 


ccagattggt 


cgctacaccc 


1504 


tggacaagtg 


actgcccgtc 


tctgagcctt 


gatttcctca 


gctgccaaat 


gggaagaata 


1564 


gaagaatttg 


cccctaaacc 


cctcctgtgt 


gctggccctg 


tgctagacag 


tgctggagac 


1624 


atagttgggg 


gtggagaact 


gcccttatgg 


agcttgcagt 


ccagtgaggt 


ggacagacct 


1684 


gtccccagac 


agtgatggcc 


caaaatggtc 


aggactttaa 


tggaggargt 


gaaggtgttg 


1744 


aaagcacagg 


cagagtgggt 


caggkcttga 


agtcgkagaa 


gcatargggv 


ctaggcccaa 


1804 


tccangcctg 


gaaaagtmmg 


ggagngacnt 


tcctagagga 


acgggacatc 


gaactaaaga 


1864' 


cctgaancta 


tgagaaatag 


gcaggaagaa 


gttgtaccnt 


gactcatttt 


tttcaggtgt 


1924 


ctccagggag 


caggacccat 


ggagggaccc 


ctggtgtagg 


chtggccaga 


tagactcttc 


1984 


actcagcagc 


ctggcaggca 


ggaarcagwc 


ataggmcccc 


agcccagaty 


tgaatggcmy 


2044 


sggaggtgct 


gcccttwccc 


rtgacaccat 


tgwaagwgct 


gyccacatwt 


gtatgktgtg 


2104 


ccctggaant 


cagccaggtt 


gagctcaaat 


cccaacttag 


ccasgtctgg 


"t" ^ 4" 4^ 

cccyugccci. 


^ X D fl 


tgggcagtca 


cactacctct 


ctgattttgt 


t tcmwwaatc 


atgtaaaatg 


gtgatcatca 


2224 


taatacaact 


tcaaaaggaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaagggcgg 


ccgctagact 


2284 


agt 












2287 



<210> 8 
<211> 313 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Arg Arg Gly Ala Leu Leu Ala Gly Ala Leu Ala Ala Tyr Ala Ala 
15 10 15 

Tyr Leu Val Leu Gly Ala Leu Leu Val Ala Arg Leu Glu Gly Pro His 
20 25 30 

Glu Ala Arg Leu Arg Ala Glu Leu Glu Thr Leu Arg Ala Gin Leu Leu 
35 40 45 

Gin Arg Ser Pro Cys Val Ala Ala Pro Ala Leu Asp Ala Phe Val Glu 
50 55 60 

Arg Val Leu Ala Ala Gly Arg Leu Gly Arg Val Val Leu Ala Asn Ala 
65 70 75 80 

Ser Gly Ser Ala Asn Ala Ser Asp Pro Ala Trp Asp Phe Ala Ser Ala 
85 90 95 
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Leu Phe Phe Ala Ser Thr Leu lie Thr Thr Val Gly Tyr Gly Tyr Thr 
100 105 110 

Thr Pro Leu Thr Asp Ala Gly Lys Ala Phe Ser lie Ala Phe Ala Leu 
115 120 125 

Leu Gly Val Pro Thr Thr Met Leu Leu Leu Thr Ala Ser Ala Gin Arg 
130 135 140 

Leu Ser Leu Leu Leu Thr His Val Pro Leu Ser Trp Leu Ser Met Arg 
145 150 155 160 

Trp Gly Trp Asp Pro Arg Arg Ala Ala Cys Trp His Leu Val Ala Leu 

165 170 175 

Leu Gly Val Val Val Thr Val Cys Phe Leu Val Pro Ala Val lie Phe 
180 185 190 

Ala His Leu Glu Glu Ala Trp Ser Phe Leu Asp Ala Phe Tyr Phe Cys 
195 200 205 

Phe lie Ser Leu Ser Thr He Gly Leu Gly Asp Tyr Val Pro Gly Glu 
210 215 220 

Ala Pro Gly Gin Pro Tyr Arg Ala Leu Tyr Lys Val Leu Val Thr Val 

225 230 235 240 

Tyr Leu Phe Leu Gly Leu Val Ala Met Val Leu Val Leu Gin Thr Phe 
245 250 255 

Arg His Val Ser Asp Leu His Gly Leu Thr Glu Leu He Leu Leu Pro 
260 265 270 

Pro Pro Cys Pro Ala Ser Phe Asn Ala Asp Glu Asp Asp Arg Val Asp 
275 280 285 

He Leu Gly Pro Gin Pro Glu Ser His Gin Gin Leu Ser Ala Ser Ser 
290 295 300 

His Thr Asp Tyr Ala Ser He Pro Arg 
305 310 



<210> 9 

<211> 939 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<400> 9 

atg egg agg ggc gcg ctt ctg gcg ggc gcc ttg gcc gcg tac gcc gcg 48 
Met Arg Arg Gly Ala Leu Leu Ala Gly Ala Leu Ala Ala Tyr Ala Ala 
1 5 10 15 



tac ctg gtg ctg ggc gcg ctg ttg gtg gcg egg ctg gag ggg ccg cac 96 
Tyr Leu Val Leu Gly Ala Leu Leu Val Ala Arg Leu Glu Gly Pro His 
20 25 30 



^ey ] 
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gaa gcc agg etc cga gcc gag ctg gag acg ctg egg geg eag etg ett 14 4 
Glu Ala Arg Leu Arg Ala Glu Leu Glu Thr Leu Arg Ala Gin Leu Leu 
35 40 45 

cag cgc age ccg tgt gtg get gee cee gee ctg gae gcc ttc gtg gag 192 
Gin Arg Ser Pro Cys Val Ala Ala Pro Ala Leu Asp Ala Phe Val Glu 
50 55 60 

cga gtg etg geg gee gga egg etg ggg egg gte gtg ett get aac get 240 
Arg Val Leu Ala Ala Gly Arg Leu Gly Arg Val Val Leu Ala Asn Ala 
65 70 75 80 

teg ggg tec gcc aac gcc teg gae ccc gcc tgg gac ttc gcc tct get 288 
Ser Gly Ser Ala Asn Ala Ser Asp Pro Ala Trp Asp Phe Ala Ser Ala 
85 90 95 

etc ttc ttc gcc age acg etg ate ace ace gtg ggc tat ggg tac aca 336 
Leu Phe Phe Ala Ser Thr Leu lie Thr Thr Val Gly Tyr Gly Tyr Thr 
100 105 110 

acg eca etg act gat geg ggc aag gee ttc tee ate gee ttt geg etc 384 
Thr Pro Leu Thr Asp Ala Gly Lys Ala Phe Ser lie Ala Phe Ala Leu 
115 120 125 

ctg ggc gtg ccg ace acc atg ctg ctg ctg acc gcc tea gcc cag cgc 4 32 
Leu Gly Val Pro Thr Thr Met Leu Leu Leu Thr Ala Ser Ala Gin Arg 
130 135 140 

ctg tea ctg ctg etg act eae gtg cee etg tet tgg etg age atg egt 480 
Leu Ser Leu Leu Leu Thr His Val Pro Leu Ser Trp Leu Ser Met Arg 
145 150 155 160 

tgg ggc tgg gae ece egg egg geg gee tgc tgg eae ttg gtg gee etg 528 
Trp Gly Trp Asp Pro Arg Arg Ala Ala Cys Trp His Leu Val Ala Leu 
165 170 175 

ttg ggg gte gta gtg acc gte tgc ttt etg gtg eeg get gtg ate ttt 576 
Leu Gly Val Val Val Thr Val Cys Phe Leu Val Pro Ala Val lie Phe 
180 185 190 

gcc cac etc gag gag gcc tgg age ttc ttg gat gcc ttc tac ttc tgc 624 
Ala His Leu Glu Glu Ala Trp Ser Phe Leu Asp Ala Phe Tyr Phe Cys 
195 200 205 

ttt ate tet etg tee ace ate ggc etg ggc gae tac gtg cee ggg gag 672 
Phe lie Ser Leu Ser Thr lie Gly Leu Gly Asp Tyr Val Pro Gly Glu 
210 215 220 

gee ect ggc eag ece tac egg gee etc tac aag gtg etg gte aca gte 720 
Ala Pro Gly Gin Pro Tyr Arg Ala Leu Tyr Lys Val Leu Val Thr Val 
225 230 235 240 

tac etc ttc ctg ggc ctg gtg gcc atg gtg ctg gtg ctg cag acc ttc 768 
Tyr Leu Phe Leu Gly Leu Val Ala Met Val Leu Val Leu Gin Thr Phe 
245 250 255 



cgc cac gtg tec gac etc cac ggc etc acg gag etc ate ctg ctg ccc 816 
Arg His Val Ser Asp Leu His Gly Leu Thr Glu Leu lie Leu Leu Pro 
260 265 270 
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cct ccg tgc cct gcc agt ttc aat gcg gat gag gac gat egg gtg gac 864 
Pro Pro Cys Pro Ala Ser Phe Asn Ala Asp Glu Asp Asp Arg Val Asp 
275 280 285 

ate ctg ggc ccc cag ccg gag teg cac cag caa etc tct gcc age tec 912 
lie Leu Gly Pro Gin Pro Glu Ser His Gin Gin Leu Ser Ala Ser Ser 
290 295 300 

cac ace gac tac get tec ate ccc agg 939 
His Thr Asp Tyr Ala Ser lie Pro Arg 
305 310 

<210> 10 
<211> 1506 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (157) . . (1359) 
<400> 10 

ctagggaggg cgceatctga gtagttcgga agaaetgaae atgatgagtt gceggctgct 60 

tcctgagtcc ttggggaagc acacgeacca tecacttagc actggagect ggetgttctc 120 

cgggcactec taccccatct tcctggcggg gcttag atg etc etg cct ctt cca 174 

Met Leu Leu Pro Leu Pro 

1 5 

cca get cct ctt gcc ctg cat get tea ggg acg atg gag gtc teg ggg 222 

Pro Ala Pro Leu Ala Leu His Ala Ser Gly Thr Met Glu Val Ser Gly 

10 15 20 

cac ccc cag gee agg aga tgc tgc cca gag gee etg gga aag etc ttc 270 
His Pro Gin Ala Arg Arg Cys Cys Pro Glu Ala Leu Gly Lys Leu Phe 
25 30 35 

cct ggc etc tgc ttc etc tgc ttt ctg gtg ace tac gee ctg gtg ggt 318 
Pro Gly Leu Cys Phe Leu Cys Phe Leu Val Thr Tyr Ala Leu Val Gly 
40 45 50 

get gtg gtc ttc tct gee att gag gac ggc cag gtc etg gtg gea gca 366 
Ala Val Val Phe Ser Ala lie Glu Asp Gly Gin Val Leu Val Ala Ala 
55 60 65 70 

gat gat gga gag ttt gag aag ttc ttg gag gag etc tgc aga ate ttg 414 
Asp Asp Gly Glu Phe Glu Lys Phe Leu Glu Glu Leu Cys Arg lie Leu 
75 80 85 

aac tgc agt gaa aca gtg gtg gaa gac aga aaa cag gat etc cag ggg 462 
Asn Cys Ser Glu Thr Val Val Glu Asp Arg Lys Gin Asp Leu Gin Gly 
90 95 100 

eat ctg cag aag gtg aag cct cag tgg ttt aac agg acc aca cac tgg 510 
His Leu Gin Lys Val Lys Pro Gin Trp Phe Asn Arg Thr Thr His Trp 
105 110 115 



tec ttc ctg age teg etc ttt ttc tgc tgc acg gtg ttc age ace gtg 558 
Ser Phe Leu Ser Ser Leu Phe Phe Cys Cys Thr Val Phe Ser Thr Val 
120 125 130 
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ggc tat ggc tac ate tac ccc gtc acc agg ctt ggc aag tac ttg tgc 606 
Gly Tyr Gly Tyr lie Tyr Pro Val Thr Arg Leu Gly Lys Tyr Leu Cys 
135 140 145 150 

atg etc tat get etc ttt ggt ate ccc etg atg tte etc gtt etc acg 654 
Met Leu Tyr Ala Leu Phe Gly lie Pro Leu Met Phe Leu Val Leu Thr 
155 160 165 

gac aca ggc gac ate ctg gca acc ate tta tet aca tet tat aat egg 702 
Asp Thr Gly Asp lie Leu Ala Thr lie Leu Ser Thr Ser Tyr Asn Arg 
170 175 180 

tte ega aaa ttc cct tte ttt ace cgc ccc etc etc tec aag tgg tgc 750 
Phe Arg Lys Phe Pro Phe Phe Thr Arg Pro Leu Leu Ser Lys Trp Cys 

185 190 195 

ccc aaa tet etc ttc aag aaa aaa ecg gac ccc aag ccc gca gat gaa 798 
Pro Lys Ser Leu Phe Lys Lys Lys Pro Asp Pro Lys Pro Ala Asp Glu 
200 205 210 

get gtc cct eag ate ate ate agt get gaa gag ctt cea ggc ccc aaa 846 
Ala Val Pro Gin lie lie lie Ser Ala Glu Glu Leu Pro Gly Pro Lys 
215 220 225 230 

ctt ggc aca tgt cct tea cgc cca age tgc age atg gag etg ttt gag 894 
Leu Gly Thr Cys Pro Ser Arg Pro Ser Cys Ser Met Glu Leu Phe Glu 
235 240 245 

aga tet eat gcg eta gag aaa eag aac aca etg caa ctg ccc cca caa 942 
Arg Ser His Ala Leu Glu Lys Gin Asn Thr Leu Gin Leu Pro Pro Gin 
250 255 260 

gee atg gag agg agt aae teg tgt eee gaa etg gtg ttg gga aga etc 990 
Ala Met Glu Arg Ser Asn Ser Cys Pro Glu Leu Val Leu Gly Arg Leu 
265 270 275 

tea tac tee ate ate age aae etg gat gaa gtt gga eag eag gtg gag 1038 
Ser Tyr Ser lie lie Ser Asn Leu Asp Glu Val Gly Gin Gin Val Glu 
280 285 290 

agg ttg gac ate ccc etc ccc ate att gee ctt att gtt ttt gee tac 1086 
Arg Leu Asp lie Pro Leu Pro lie lie Ala Leu lie Val Phe Ala Tyr 
295 300 305 310 

att tec tgt gca get gee ate etc ccc tte tgg gag aca eag ttg gat 1134 
lie Ser Cys Ala Ala Ala lie Leu Pro Phe Trp Glu Thr Gin Leu Asp 
315 320 325 

tte gag aat gee tte tat ttc tgc ttt gtc aca etc ace ace att ggg 1182 
Phe Glu Asn Ala Phe Tyr Phe Cys Phe Val Thr Leu Thr Thr He Gly 
330 335 340 

ttt ggg gat act gtt tta gaa cae cct aae ttc tte etg tte ttc tec 1230 
Phe Gly Asp Thr Val Leu Glu His Pro Asn Phe Phe Leu Phe Phe Ser 
345 350 355 



att tat ate ate gtt gga atg gag att gtg ttc att get ttc aag ttg 
He Tyr He He Val Gly Met Glu He Val Phe He Ala Phe Lys Leu 
360 365 370 



1278 
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gtg caa aac agg ctg att gac ata tac aaa aat gtt atg eta ttc ttt 1326 
Val Gin Asn Arg Leu lie Asp lie Tyr Lys Asn Val Met Leu Phe Phe 
375 380 385 390 

gca aaa ggg aag ttt tac cac ctt gtt aaa aag tgaaggtttc attatctctc 137 9 
Ala Lys Gly Lys Phe Tyr His Leu Val Lys Lys 
395 400 

aggtgacaga cactggctga gctggttttc ttgtgttgtc tttcagggtc atgcagcctg 1439 

tcacctgaga ccttcagtct tggagacaaa tcccttatga gagccaagtt cagtcttgag 14 99 

gccctgc 1506 

<210> 11 
<211> 401 
<212> PRT 

<213> Homo sapiens 

<4 00> 11 '"^^ 
Met Leu Leu Pro Leu Pro Pro Ala Pro Leu Ala Leu His Ala Ser Gly 
15 10 15 

Thr Met Glu Val Ser Gly His Pro Gin Ala Arg Arg Cys Cys Pro Glu 
20 25 30 

Ala Leu Gly Lys Leu Phe Pro Gly Leu Cys Phe Leu Cys Phe Leu Val 
35 40 45 

Thr Tyr Ala Leu Val Gly Ala Val Val Phe Ser Ala lie Glu Asp Gly 
50 55 60 

Gin Val Leu Val Ala Ala Asp Asp Gly Glu Phe Glu Lys Phe Leu Glu 
65 70 75 80 

Glu Leu Cys Arg lie Leu Asn Cys Ser Glu Thr Val Val Glu Asp Arg 
85 90 95 

Lys Gin Asp Leu Gin Gly His Leu Gin Lys Val Lys Pro Gin Trp Phe 
100 105 110 

Asn Arg Thr Thr His Trp Ser Phe Leu Ser Ser Leu Phe Phe Cys Cys 
115 120 125 

Thr Val Phe Ser Thr Val Gly Tyr Gly Tyr lie Tyr Pro Val Thr Arg 
130 135 140 

Leu Gly Lys Tyr Leu Cys Met Leu Tyr Ala Leu Phe Gly lie Pro Leu 
145 150 155 160 

Met Phe Leu Val Leu Thr Asp Thr Gly Asp lie Leu Ala Thr lie Leu 
165 170 175 

Ser Thr Ser Tyr Asn Arg Phe Arg Lys Phe Pro Phe Phe Thr Arg Pro 
180 185 190 

Leu Leu Ser Lys Trp Cys Pro Lys Ser Leu Phe Lys Lys Lys Pro Asp 
195 200 205 



Pro Lys Pro Ala Asp Glu Ala Val Pro Gin lie lie He Ser Ala Glu 
210 215 220 
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Glu Leu Pro Gly Pro Lys Leu Gly Thr Cys Pro Ser Arg Pro Ser Cys 
225 230 235 240 

Ser Met Glu Leu Phe Glu Arg Ser His Ala Leu Glu Lys Gin Asn Thr 
245 250 255 

Leu Gin Leu Pro Pro Gin Ala Met Glu Arg Ser Asn Ser Cys Pro Glu 
260 265 270 

Leu Val Leu Gly Arg Leu Ser Tyr Ser lie lie Ser Asn Leu Asp Glu 
275 280 285 

Val Gly Gin Gin Val Glu Arg Leu Asp lie Pro Leu Pro lie lie Ala 
290 295 300 

Leu lie Val Phe Ala Tyr lie Ser Cys Ala Ala Ala lie Leu Pro Phe 
305 310 315 320 

Trp Glu Thr Gin Leu Asp Phe Glu Asn Ala Phe Tyr Phe Cys Phe Val 

325 330 335 

Thr Leu Thr Thr lie Gly Phe Gly Asp Thr Val Leu Glu His Pro Asn 
340 345 350 

Phe Phe Leu Phe Phe Ser lie Tyr lie lie Val Gly Met Glu lie Val 
355 360 365 

Phe lie Ala Phe Lys Leu Val Gin Asn Arg Leu lie Asp lie Tyr Lys 
370 375 380 



Asn Val Met Leu Phe Phe Ala Lys Gly Lys Phe Tyr His Leu Val Lys 
385 390 395 400 



Lys 



<210> 12 

<211> 1203 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1203) 

<400> 12 

atg etc ctg cot ctt cca cca get cct ctt gcc ctg cat get tea ggg 4 8 

Met Leu Leu Pro Leu Pro Pro Ala Pro Leu Ala Leu His Ala Ser Gly 

15 10 15 

acg atg gag gtc teg ggg eae ccc cag gcc agg aga tgc tgc cca gag 96 
Thr Met Glu Val Ser Gly His Pro Gin Ala Arg Arg Cys Cys Pro Glu 
20 25 30 

gcc ctg gga aag etc ttc cct gge etc tgc ttc etc tgc ttt ctg gtg 144 
Ala Leu Gly Lys Leu Phe Pro Gly Leu Cys Phe Leu Cys Phe Leu Val 
35 40 45 



acc tac gcc ctg gtg ggt get gtg gtc ttc tet gcc att gag gae ggc 192 
Thr Tyr Ala Leu Val Gly Ala Val Val Phe Ser Ala lie Glu Asp Gly 
50 55 60 



> Ai. .ney Docket No.: MNI-074CP2 

-22- 



cag gtc ctg gtg gca gca gat gat gga gag ttt gag aag ttc ttg gag 240 
Gin Val Leu Val Ala Ala Asp Asp Gly Glu Phe Glu Lys Phe Leu Glu 
65 70 75 80 

gag etc tgc aga ate ttg aae tge agt gaa aca gtg gtg gaa gac aga 288 
Glu Leu Cys Arg lie Leu Asn Cys Ser Glu Thr Val Val Glu Asp Arg 
85 90 95 

aaa cag gat ete cag ggg cat ctg cag aag gtg aag cct cag tgg ttt 336 
Lys Gin Asp Leu Gin Gly His Leu Gin Lys Val Lys Pro Gin Trp Phe 
100 105 110 

aae agg ace aea eac tgg tec ttc ctg age teg etc ttt ttc tgc tgc 384 
Asn Arg Thr Thr His Trp Ser Phe Leu Ser Ser Leu Phe Phe Cys Cys 

115 120 125 

aeg gtg ttc age ace gtg ggc tat ggc tac ate tac ecc gtc ace agg 432 
Thr Val Phe Ser Thr Val Gly Tyr Gly Tyr lie Tyr Pro Val Thr Arg 
130 135 140 

ctt ggc aag tac ttg tgc atg etc tat get ete ttt ggt ate ecc ctg 480 
Leu Gly Lys Tyr Leu Cys Met Leu Tyr Ala Leu Phe Gly lie Pro Leu 
145 150 155 160 

atg ttc etc gtt etc aeg gac aca ggc gac ate ctg gca ace ate tta 528 
Met Phe Leu Val Leu Thr Asp Thr Gly Asp lie Leu Ala Thr lie Leu 
165 170 175 

tet aca tet tat aat egg ttc cga aaa ttc cct ttc ttt ace cgc ecc 576 
Ser Thr Ser Tyr Asn Arg Phe Arg Lys Phe Pro Phe Phe Thr Arg Pro 
180 185 190 

ete ete tee aag tgg tge ecc aaa tet etc ttc aag aaa aaa eeg gac 624 
Leu Leu Ser Lys Trp Cys Pro Lys Ser Leu Phe Lys Lys Lys Pro Asp 
195 200 205 

ecc aag ecc gca gat gaa get gtc cct cag ate ate ate agt get gaa 672 
Pro Lys Pro Ala Asp Glu Ala Val Pro Gin lie lie lie Ser Ala Glu 
210 215 220 

gag ctt cca ggc ecc aaa ctt ggc aca tgt cct tea cgc cca age tgc 720 
Glu Leu Pro Gly Pro Lys Leu Gly Thr Cys Pro Ser Arg Pro Ser Cys 
225 230 235 240 

age atg gag etg ttt gag aga tet eat geg eta gag aaa cag aae aea 768 
Ser Met Glu Leu Phe Glu Arg Ser His Ala Leu Glu Lys Gin Asn Thr 
245 250 255 

ctg caa etg ecc cca caa gee atg gag agg agt aae teg tgt ecc gaa 816 
Leu Gin Leu Pro Pro Gin Ala Met Glu Arg Ser Asn Ser Cys Pro Glu 
260 265 270 

ctg gtg ttg gga aga etc tea tac tec ate ate age aae etg gat gaa 864 
Leu Val Leu Gly Arg Leu Ser Tyr Ser lie lie Ser Asn Leu Asp Glu 
275 280 285 



gtt gga cag cag gtg gag agg ttg gac ate ecc etc ecc ate att gee 912 
Val Gly Gin Gin Val Glu Arg Leu Asp lie Pro Leu Pro lie lie Ala 
290 295 300 
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ctt att gtt ttt gcc tac att tec tgt gca get gee ate etc cce ttc 960 

Leu lie Val Phe Ala Tyr lie Ser Cys Ala Ala Ala lie Leu Pro Phe 

305 310 315 320 

tgg gag aca cag ttg gat ttc gag aat gcc ttc tat ttc tgc ttt gtc 1008 

Trp Glu Thr Gin Leu Asp Phe Glu Asn Ala Phe Tyr Phe Cys Phe Val 
325 330 335 

aca etc acc acc att ggg ttt ggg gat act gtt tta gaa cac cct aac 1056 

Thr Leu Thr Thr lie Gly Phe Gly Asp Thr Val Leu Glu His Pro Asn 
340 345 350 

ttc ttc ctg ttc ttc tec att tat ate ate gtt gga atg gag att gtg 1104 

Phe Phe Leu Phe Phe Ser He Tyr He He Val Gly Met Glu He Val 

355 360 365 

ttc att get ttc aag ttg gtg caa aac agg ctg att gae ata tac aaa 1152 

Phe He Ala Phe Lys Leu Val Gin Asn Arg Leu He Asp He Tyr Lys 
370 375 380 

aat gtt atg eta ttc ttt gca aaa ggg aag ttt tac cac ctt gtt aaa 1200 

Asn Val Met Leu Phe Phe Ala Lys Gly Lys Phe Tyr His Leu Val Lys 

385 390 395 400 



aag 
Lys 
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